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<110> Osborne, William R.A. 
Ramesh, Nagarajan 

<120> Compositions and Methods for Treating Diabetes 

<130> P-UW 3570 

<140> 09/323, 738 
<141> 1999-06-01 

<150> 60/087, 660 
<151> 1998-06-02 

<150> 09/185, 852 
<151> 1998-11-04 

<160> 11 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 450 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45) . . (377) 

<400> 1 

gctgcatcag aagaggccat caagcacatc actgtccttc tgcc atg gcc ctg tgg 56 

Met Ala Leu Trp 
1 

atg cgc etc ctg ccc ctg ctg gcg ctg ctg gcc etc tgg gga cct gac 104 
Met Arg Leu Leu Pro Leu Leu Ala Leu Leu Ala Leu Trp Gly Pro Asp 
5 10 15 20 

cca gcc gca gcc ttt gtg aac caa cac ctg tgc ggc tea cac ctg gtg 152 
Pro Ala Ala Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val 
25 30 35 

gaa get etc tac eta gtg tgc ggg gaa cga ggc ttc ttc tac aca ccc 200 
Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro 
40 45 50 



1 



aag acc cgc egg gag gca gag gac ctg cag gtg ggg cag gtg gag ctg 248 
Lys Thr Arg Arg Glu Ala Glu Asp Leu Gin Val Gly Gin Val Glu Leu 
55 60 65 

ggc ggg ggc cct ggt gca ggc age ctg cag ccc ttg gee ctg gag ggg 2 96 
Gly Gly Gly Pro Gly Ala Gly Ser Leu Gin Pro Leu Ala Leu Glu Gly 
70 75 80 

tec ctg cag aag cgt ggc att gtg gaa caa tgc tgt acc age ate tgc 344 
Ser Leu Gin Lys Arg Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys 
85 90 95 100 

tec etc tac cag ctg gag aac tac tgc aac tag acgcagcccg caggcagccc 397 
Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
105 110 

cccacccgcc gcctcctgca ccgagagaga tggaataaag cccttgaacc age 450 



<210> 2 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Leu Trp Met Arg Leu Leu Pro Leu Leu Ala Leu Leu Ala Leu 
15 10 15 

Trp Gly Pro Asp Pro Ala Ala Ala Phe Val Asn Gin His Leu Cys Gly 
20 25 30 

Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 
35 40 45 

Phe Tyr Thr Pro Lys Thr Arg Arg Glu Ala Glu Asp Leu Gin Val Gly 
50 55 60 

Gin Val Glu Leu Gly Gly Gly Pro Gly Ala Gly Ser Leu Gin Pro Leu 
65 70 75 80 

Ala Leu Glu Gly Ser Leu Gin Lys Arg Gly lie Val Glu Gin Cys Cys 
85 90 95 

Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
100 105 110 



<210> 3 



2 



<211> 63 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) . . (63) 

<400> 3 

ggc att gtg gaa caa tgc tgt acc age ate tgc tec etc tac cag ctg 
Gly He Val Glu Gin Cys Cys Thr Ser He Cys Ser Leu Tyr Gin Leu 
15 10 15 

gag aac tac tgc aac 
Glu Asn Tyr Cys Asn 
20 



<210> 4 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Gly He Val Glu Gin Cys Cys Thr Ser He Cys Ser Leu Tyr Gin Leu 
15 10 15 

Glu Asn Tyr Cys Asn 
20 



<210> 5 

<211> 90 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) . . (90) 

<400> 5 

ttt gtg aac caa cac ctg tgc ggc tea cac ctg gtg gaa get etc tac 

Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 

15 10 15 



eta gtg tgc ggg gaa cga ggc ttc ttc tac aca ccc aag acc 
Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
20 25 30 



<210> 6 
<211> 30 
<212> PRT 

<2 13> Homo sapiens 
<400> 6 

Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 
15 10 15 

Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
20 25 30 



<210> 7 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> SITE 
<222> (2) 

<223> any amino acid 
<220> 

<221> SITE 
<222> (3) 

<223> lysine or arginine or any amino acid ( Lys/Arg/Xaa ) 
<220> 

<223> Description of Artificial Sequence: Consensus 
Sequence 

<400> 7 

Arg Xaa Xaa Arg 
1 



<210> 8 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> SITE 
<222> (2) 

<22 3> any amino acid 



4 



<220> 

<221> SITE 
<222> (3) 

<223> Lysine or Arginine (Lys/Arg) 
<220> 

<223> Description of Artificial Sequence: Consensus 
Sequence 

<400> 8 

Arg Xaa Xaa Arg 
1 



<210> 9 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Consensus 
Sequence 

<400> 9 

Asp Asp Asp Asp Lys 
1 5 



<210> 10 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Consensus 
Sequence 

<400> 10 
lie Glu Gly Arg 
1 



<210> 11 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



5 



* 



<220> 

<221> SITE 

<222> (2) 

<223> any amino acid 
| <220> 

<223> Description of Artificial Sequence: Consensus 
Sequence 

<400> 11 
Arg Xaa Lys Arg 
1 



6 



